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O-methyltransferase ~ phenylalanine ammo-
nia-lyasc%f o MRS S B R & B A
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BIARFTE & R EY) - iERAERE
ARSI BB SR EIFSem B IR SR » (HR
S H TR EYRIE L ~ TR
& T - Kb Yang®E A (2003) FEA
P S £ - ¥ EERE (Black locust,
Robinia pseudoacacia) 57 / FEEE i
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